R&w
*Umemoto, S.; Kondo, T.; Fujino, T.; Hayashi, G.; Murakami, H.
Large-scale analysis of mMRNA sequences localized near the start and amber codons and their impact on the

diversity of mRNA display libraries
Nucleic Acids Research, 2023, 51, 7465-7479

Kondo, T.; Matsuoka, K.; *Umemoto, S.;Fujino, T.; Hayashi, G.; lwatani, Y.; Murakami, H.
Monobodies with potent neutralizing activity against SARS-CoV-2 Delta and other variants of concern
Life Science Alliance, 2022, 5, €202101322

Kondo, T.; Iwatani, Y.; Matsuoka, K.; Fujino, T.; *Umemoto, S.; Yokomaku, Y.; Ishizaki, K.; Kito, S.; Sezaki, T.; Hayashi,
G.; Murakami, H.
Antibody-like proteins that capture and neutralize SARS-CoV-2

Science Advances, 2020, 6, eabd3916.

= S

NU3MT 2025 #R4FAIE

TM7 FERHEXRFZMNERME

%46 AR FEYFRFR MBSJ2023 4/ TR E Y FEFRKE

%61 AEAEYMEFRES FERRE

TS FERBFEEME

BmER BRXRRRE

F12E CSIEET R4 BERX4—E

F16 BN ABEELCRES VRO IL RRE—F

BHXERGTIR 704554 GTREE 70T 1« 7HEIZRE(QE1) GTR Proposal Award 2022



HEEE
Large-scale study on how mRNA sequences affect library diversity in mRNA display technology
PACIFICHEM 2025

BEREREANTF RO 0 JZORELZERALIZ N Rin7 = / BBESEAIRAORIR
%519 B\ A FEEEFE D VRD ) L (2025)

TRAP display-enabled de novo discovery of a novel ligand—protein binding pair

29th American Peptide Society & 15th International Peptide Symposium (2025)

A novel ligand—protein binding pair developed by TRAP display
% 61 BEXRTF RS (2024)

Effect of MRNA Sequences on the Library Diversity in the mRNA Display Technology
The 3rd International Symposium on Biofunctional Chemistry (2024)

MRNARBTREIZCB T AAIREE/ RT 4 - RERRTF RS4TS5 ) DSHMERKIE
% 46 M BADFEMFERES (2023)

MRNA 27REIZHE LT mRNABIIN T A T35 1) SHRMEICRITTHZED KRR
% 61 B BAEYMEFR (2023)

mRNA ECH DHEFERIERICK S TRAPIRTRES A T35 O ZHERKIE
£ 2REGHFIEMES (2023)

MRNABTRED S A 75 1) 2423 LT mRNA BRI 5 % 52280 KIRIEENT
17 BN FEERFED VR D L (2023)

Large-scale Analysis of the Effect of mMRNA Sequences on the diversity of mRNA display libraries
% 24 BIBA RNA 22 E£ (2023)

MRNA RTREICHE T DAIHRK - RRRTF FS4 T3 ) DZHMEDORKIE
BARIEZEE 103 FHES (2023)

MRNA ESIAFIRMES K UBREICRIFTZEDORENREN L ELLD FIEADIGH
%F 45 A BAD FEMFESES (2022)

mMRNA BSINFIRIE - BEARIFTZEOFERMBN & XKREALRGK - KBRRXTF 54 T35 ) ORIEADGHA
F12[E CSJIEFET TR 4E (2022)

MRNA E25IDFIERHE L BEANDEZEORPEMBEITE AIRK - BRRTF FOBZHMES 1 TS5 VRIRADIEA
%516 B/ N1 FBEEEFE D VRD ™ L (2022)

BRRGESHNMEEATHIEREXRE YA R-2 RV BRDORK
BRI ANAAOS—2E & 16 BES

TBAWMES B MET H1E2F ) 5~ F-Monobody #E& X7 DS
BAREZEE 102 HHES (2022)

ALk Monobody @ C RifmEFIMERIZ & S AAMEDE L -SARS-CoV-2 hFFIAEEADISAZIER L T-
£ 44 M BADFEMFESES (2021)

C RIFBCHIHRZEIZ & 5 ATIHilk Monobody M ATAMER £ —SARS-CoV-2 FFIIIAEEADMHAZE MR L T-
%515 B\ A FBEEEFE D VR D L (2021)

C XRIREEHIHZEIZ & 5 ALk Monobody DA E —SARS-CoV-2 FHIIIAEEADGHAZIER L T-
F 8 ENA FAEBIEZEL VRO DLEF I+ —F L (2021)



